CQPPN USAQ E IN P L ANT S FREQUENCY TABl F 


07/390561 


AmAcid 

Codon 

Number 

/1000 

Fraction 

AmAcid 

Codon 

Number 

/1000 

Fraction 

Gly 

GGG 

160.00 

10.23 

0.12 

Tyr 

TAT 

122.00 

7.80 

0.24 

Gly 

GGA 

323.00 

20.66 

0.25 

Tyr 

TAC 

377.00 

24.11 

0.76 

Gly 

GGT 

355.00 

22.70 

0.28 






Gly 

GGC 

445.00 

28.46 

.0.35 

Phe 

TTT 

192.00 

12.28 

0.28 






Phe 

TTC 

493.00 

31.53 

0.72 

Glu 

GAG 

668.00 

42.72 

0.71 






Glu 

GAA 

278.00 

17.78 

.0.29 

Ser 

AGT 

97.00 

6.20 

0.09 






Ser 

AGC 

280.00 

17.91 

0.26 

Asp 

GAT 

340.00 

21.74 

0.45 

Ser 

TCG 

111.00 

7.10 

0.10 

Asp 

GAC 

422.00 

26.99 

0.55 

Ser 

TCA 

147.00 

9.40 

0.14 






Ser 

TCT 

179.00 

11.45 

0.17 

Val 

GTG 

390.00 

24.94 

0.33 

Ser 

TCC 

250.00 

15.99 

0.23 

Val 

GTA 

69.00 

4.41 

0.06 






Val 

GTT 

369.00 

23.60 

0.32 

Arg 

AGG 

174.00 

11.13 

0.24 

Val 

GTC 

340.00 ' 

21.74 

0.29 

Arg 

AGA 

119.00 

7.61 

0.17 






Arg 

CGG 

57.00 

3.65 

0.08 

Ala 

GCG 

214.00 

13.69 

0.16 

Arg 

CGA 

35.00 

2.24 

0.05 

Ala 

GCA 

213.00 

13.62 

0.15 

Arg 

CGT 

145.00 

9.27 

0.20 

Ala 

GOT 

460.00 

29.42 

0.33 

Arg 

CGC 

189.00 

12.09 

0.26 

Ala 

GCC 

490.00 

31.34 

0.36 











Gin 

CAG 

325.00 

20.78 

0.64 

Lys 

AAG 

726.00 

46.43 

0.81 

Gin 

CAA 

186.00 

11.89 

0.36 

Lys 

AAA 

168.00 

10.74 

0.19 











Hie 

CAT 

151.00 

9.66 

0.43 

Asn 

AAT 

203.00 

12.98 

0.32 

Hie 

CAC 

197.00 

12.60 

0.57 

Asn 

AAC 

. 430.00 

27.50 

0.68 











Leu 

TTG 

232.00 

14.84 

0.18 

Met 

ATG 

376.00 

24.05 

1.00 

Leu 

TTA 

36.00 

2.30 

0.03 






Leu 

CTG 

306.00 

19.57 

0.24 

lie 

ATA 

69.00 

4.41 

0.08 

Leu 

CTA 

65.00 

4.16 

0.05 

lie 

ATT 

320.00 

20.46 

0.39 

Leu 

CTT 

279.00 

17.84 

0.22 

lie 

ATC 

434.00 

27.75 

0.53 

Leu 

CTC 

364.00 

23.28 

0.28 

Thr 

ACG 

104.00 

6.65 

0.13 

Pro 

CCG 

222.00 

14.20 

0.24 

Thr 

ACA 

119.00 

7.61 

0.15 

Pro 

CCA 

264.00 

16.88 

0.29 

Thr 

ACT 

232.00 

14.84 

0.29 

Pro 

CCT 

229.00 

14.64 

0.25 

Thr 

ACC 

336.00 

21.49 

0.42 

Pro 

CCC 

200.00 

12.79 

0.22 

Trp 

TGG 

232.00 

14.84 

1.00 

End 

TAG 

11.00 

0.70 

0.23 






End 

TAA 

21.00 

1.34 

0.44 

Cys 

TGT 

81.00 

5.18 

0.29 

End 

TGA 

16.00 

1.02 

0.33 

Cys 

TGC 

200.00 

12.79 

0.71 







FIG. 1 



SEQUENCE COMPARISON ■ SYNTHETIC TO NATIVP 


07/390561 


This is a comparison of the BT4 synthetic sequence (top 
line in pair) with the BTS sequence (original sequence 
of HD-l-Dipel subsp. Kurstaki gene; bottom line in pair). 
The amino acid sequence is shown above the paired DNA 
sequences, and is unchanged. Between the pairs, 

vertical bars are drawn when nucleotides' are conserved 
in the synthetic sequence. 


MetAspAsnAsnProAsnlleAsnGluCysIleProTyrAsnCysLeuSerAsnProG 
480 CCATGGACAACAACCCAAACATCAACGAGTGCATCCCATACAACTGCCTCAGCAACCCAG 539 

M I I II I I I I I I II I I I I I I I I II I I I I I I I I I || || | || | | | | | | 

CCATGGATAACAATCCGAACATCAATGAATGCATTCCTTATAATTGTTTAAGTAACCCTG 

luValGluValLeuGlyGlyGluArglleGluThrGlyTyrThrProIleAspIleSerL 
540 AGGTGGAGGTGCTCGGCGGCGAGAGGATCGAGACCGGCTACACCCCAATCGACATCAGCC 599 

I 1 * II II I II II I I ■ I I II II II II I I I I I I I I I I I I | | II I 

AAGTAGAAGTATTAGGTGGAGAAAGAATAGAAACTGGTTACACCCCAATCGATATTTCCT 

euSerLeuThrGinPheLeuLeuSerGluPheValProGlyAlaGlyPheValLeuGlyL 
600 TCAGCCTCACCCAGTTCCTCCTCAGCGAGTTCGTGCCAGGCGCCGGCTTCGTTCTCGGCC 659 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I | | | | | | | | 

TGTCGCTAACGCAATTTCTTTTGAGTGAATTTGTTCCCGGTGCTGGATTTGTGTTAGGAC 

euValAspIlelleTrpGlyllePheGlyProSerGlnTrpAspAlaPheProValGlnl 
660 TCGTGGACATCATCTGGGGCATCTTCGGCCCAAGCCAGTGGGACGCCTTCCCAGTGCAGA 719 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I | | | | | 

TAGTTGATATAATATGGGGAATTTTTGGTCCCTCTCAATGGGACGCATTTCCTGTACAAA ' 

leGluGlnLeuIleAsnGlnArglleGluGluPheAlaArgAsnGlnAlalleSerArgL 
720 TCGAGCAGCTCATCAACCAGAGGATCGAGGAGTTCGCCAGGAACCAGGCCATCTCTAGAC 779 

1 'I 'I' I II I I I I I II M M II I I I I I I I I I I I I I I I II I I I | | I I 

TTGAACAGTTAATTAACCAAAGAATAGAAGAATTCGCTAGGAACCAAGCCATTTCTAGAT 

euGluGlyLeuSerAsnLeuTyrGlnlleTyrAlaGluSerPheArgGluTrpGluAlaA 
780 TTGAGGGCCTCAGCAACCTCTACCAGATCTACGCCGAGAGCTTCAGGGAGTGGGAGGCCG 839 

I II I I I I I I I I I II M M II I I I I I II II II I I I I I I| | || | 

TAGAAGGACTAAGCAATCTTTATCAAATTTACGCAGAATCTTTTAGAGAGTGGGAAGCAG 

spProThrAsnProAlaLeuArgGluGluMetArglleGlnPheAsnAspMetAsnSerA 
840 ACCCAACCAACCCAGCCCTCAGGGAGGAGATGCGCATCCAGTTCAACGACATGAACAGTG 899 

1 II II II I I I I I I N M I I II I I I I II || | | | | | II I I I I II II II I 

atcctactaatccagcattaagagaagaGatgcgtattcaattcaatgacatgaacagtg 


la 

900 CCCT 903 
1111 
CCCT 


FIG. 2 
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BE ACTIQN WITH KB72 AND KB73 TO DERIVE A M VBT2 FROM AMVBTS 
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B EACTiON WITH KB74 A ND KB75 TO DERIVE AMVBT3 FROM AMVBT2 



5’(C0n't) /CAGGGAGTGGGAGGCCGACCCAACGAGTGGGAGGCCGACCCAACCAACCCAGCCCTCAGGGAGGAGATGCGCATCCAGTTCAACGACATGAACAGTGCC 

3'(C0n’t) /GTCCCTCACCCTCCGGCTGGGTTGCTCACCCTCCGGCTGGGTTGGTTGGGTCGGGAGTCCCTCCTCTACGCGTAGGTCAAGTTGCTGTACTTGTfi 5' 

Bsp 1286 
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REACTION WITH KB76 AND KB77 TO DERIVE AMVBT4 FROM AMVBT3 




AMVBT4 


Bspl286 
(638) 

Bant 

(638) 


Xbal 

(773) 

KB76/77 

i 

Bspl286 
(897) 



KB74/75 

1 

Xbal 

(773) 


“1 

Bspl286 
(897) 

KB72/73 

1 

Banl 

(638) 


Xbal 

(773) 




Ncol Bsp1288 Spel 

(480) (638) (658) 


Ncol Bspl286 Spel Xbal 

(480) (638) (658) (773) 


Bspl 286 
(897) 


AMVBTS 


Bsp 1386 (7) < EcoRI (1) <4583 
Xhol (16) 

Bspl286 (33) 


Bsp1386 (4344) 
Bsp 1386(4153) 


Hlndlll (443) 

Ncol (480) 

,NslI (50B) <500 
Clal (587) 

Spel (658) ■ 
EcoRI (749) 
Xbal (773) 


3500 


Bsp1386 (3998) < 3000' 



Bsp1386 (897) 
1000 

Xbal (1148) 


EcoRI (1475) 
1500 


Sail (3733) 

Nall (3585). 

3500 

BamHI (3458) < Smal (3463) 

PstI (3433) 

Bsp 1386 (3334) 


Cla (1767) 
Bsp1386 (1834) 


3000 

EcoRI (3055) 
Hindi 11 (3170) 
Bsp 1386 (3338) 


FIG. 6 


